[Identification of rare genetic variants at DXS10074, DXS10079, DXS10146 and DXS10148 loci of investigator argus X-12 multiplex in the south Polish population].
In recent years, the analysis of X-linked short tandem repeats (X-STR), beside autosomal and Y-chromosomal STR loci, has become widely used in forensic genetic investigations. The usefulness of X-STRs markers in forensic medicine is confirmed by their high biostatistical parameters obtained for different populations. Such population studies performed on particular ethnic groups allow for demonstrating the presence of, rare genetic variants that are not included in the allelic ladders of commercially available multiplex kits. The presence of these alleles can increase the power of evidence. On the other hand, the off-ladder alleles can be sometimes difficult to interpret. In this paper, X-STRs analysis was performed in a population sample of 200 unrelated females and males from the Southern Poland using Investigator Argus X-12 Kit. Seven rare off-ladder alleles were encountered: DXS10074*15.2, DXS10079*24, DXS10146*38.2, DXS10146*47.2, DXS10148*17, DXS10148*21.1 and DXS10148*22 that were not previously reported in the Polish population. Additionally, genetic transmission of these genetic variants was ascertained.